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Introduction.  
The genus Fomes belongs to the subdivision 
Basidiomycota, family Polyporaceae. Optimal 
growth temperature for this strain is 30°C 
although it showed thermotolerance traits (1). 
The stress by temperature induces the 
production of proteases, which catalyze the 
rapid degradation of secreted proteins. The 
heat shock response may be the synthesis 
chaperones and proteases, aiding in the 
repair and recovery of proteins from the cell 
(2). The objective of this work was to 
determine the production of proteases on 
superficial cultures under thermal stress by 
Fomes sp. EUM1. 
 
Methods.  
Fomes sp EUM1 was grown using stover 
corn as substrate previously sterilized (25 min 
at 120 °C). Petri dishes (90 mm x 15 mm) 
with 30 ml medium (stover corn 40 g/L and 
Agar 15 g/L) were inoculated with a 
suspension of mycelium in the center of the 
dishes with a volume of 200 μL. The inoculum 
was distributed on the agar surface in order 
to obtain a lawn growth (Fig. 1). The dishes 
were incubated for 12 days at 35°C and one 
portion of these dishes at day 6 were 
changed to a temperature of 45°C (3). 
Soluble protein was determined by the 
method of Bradford, reported as milligrams of 
protein per gram of initial dry substrate 
(mg/gids). The protease activity was 
measured using casein degree Hammarsten 
as a substrate (4).  
 
Results.  
Figure 2 Show the pH and soluble protein. 
Fomes fomentarius under oxidative stress 
changed enzymatic profiles due to the 
generation of reactive oxygen species, similar 
to those produced under thermal stress (4). 
Figure 3 shows the activity of the proteases 
at both temperatures (35 and 45°C). Loss of 
activity at 45°C could probably due to 
denaturation of the proteases (5). 

 
 Fig.1 Superficial growth of Fomes sp. EUM1 

 

 
 
Fig.2 Measurement of pH (solid lines) at 35°C (blue) and 

45°C (red) and quantification of soluble protein (dotted 

lines) at 35°C (blue) and 45° C (red). 

 
 

Fig.3 Proteases activity at 35°C (blue) and 45°C (red). 
 

Conclusions.  
The pH and soluble protein were less 
affected by thermal stress, although the 
strongest effect was observed with the 
proteolytic activities which could explain 
sustainable production of laccases enzymes 
at 45°C (3).  
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